Soy isoflavones have been studied for its several benefits, especially for women. When they are in aglycone forms, isoflavones have higher bioactive potential. A way to convert the isoflavones to aglycone forms is using fermentative process. For this reason, the goal of this scientific project was to evaluate the capacity of eleven microorganisms to change the glycosylated isoflavones in their more bioavailable aglycones. The results showed that the fermentation process with all microorganisms was able to increase the content of aglycone isoflavones in soymilk.
Introduction
Isoflavone, widely found in soybeans, is a bioactive chemical compound known as phytoestrogen. Its structure is similar to the main female hormone: estradiol. Like estradiol, isoflavone fits estrogen receptor and has several benefits for women, including reducing menopausal symptoms (FERRARI et al, 2001) .
Researches have been demonstrated that isoflavones in glycoside forms, such as daidzin and genistin, have less bioavailability than the daidzein and genistein, their aglycone forms, when they are not attached to a sugar molecule anymore. This difference of bioavailability is responsible for the fact that aglycone forms are more absolved by the human body than the glycoside forms (SETCHELL et al., 2002) .
In this context, the fermentative process of soy has been an alternative to improve its quality and nutritional value.
Results and Discussion
The concentration of isoflavones, before (Sample 1) and after the fermentative processes, were evaluated using HPLC-DAD. The microorganisms used in the fermentative process were Lactobacillus acidophilus LA3 (Sample 2), The isoflavone contents of samples can be found in Table 1 . In soymilk, daidzin and genistin were the predominant forms, but after fermentative processes the glycoside isoflavones decreased and the aglycone isoflavones increased.
The results suggest that these microorganisms, through β-glucosidase enzyme activity, were responsible for the biotransformation of glycoside isoflavones (MACEDO et al., 2015; QUEIRÓS et al., 2016). 
Conclusions
All microorganisms evaluated in this research showed a great capacity to bioconvert the glycoside isoflavones to aglycone forms. 
